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ABSTRACT

MicroRNAs are primarily function for regulating the expression of oncogenes and tumor
suppressor genes, thus affecting many intracellular processes. Single nucleotide polymorphism
(SNPs) of miR-27a gene (rs895819) A>G that regulates the MicroRNAs may affect its gene
expression. Therefore, it may atfect the disease progression of breast cancer. The aim of this study
was to investigate the association of miR-27a (rs895819) A>G in Thai breast cancer patients with
clinico-pathological data. It was found that miR-27a gene (rs895819) A>G was not associated with
age, sex, estrogen receptor, stage and HER2 receptor. Whereas, miR-27a (rs895819) A>G was
statistically significant associated with the grading of breast cancer with poorly differentiated
(p=0.009). Moreover, it was also statistically significant associated with the Progesterone Receptor
(p = 0.019) and triple negative breast cancer (p = 0.041). Therefore, miR-27a (rs895819) A>G may

be used as biomarker of breast cancer prognosis.



